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This approach does not require the modified nucleobases (pcPNAs). Research aim: Development of a simple and accessible PNA invasion method
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3. Results and Discussion
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[PNA and/or DNA (15 mer)] = 1 pM, [HEPES (pH 7.0)] = 5 mM

The suppression of PNA/PNA duplex formation was effectively
achieved as designed in parallel orientation.

V" The first crystal structure of a parallel-stranded PNA/PNA duplex was
determined, revealing structural differences from its antiparallel counterpart.
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