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Z DENDRITIC PEPTIDES ARE PROMISING DRUG DELIVERY SYSTEMS
[ readily available and easy access through cellular uptake
P inexpensive starting automated solid-phase
< materials peptide synthesis
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I customizable structural degradable into non-toxic automized solid phase synthesis of drug molecule embedding surface modification with cell dendrimer degradation and
o design through selection metabolites through highly branched peptide dendrimers penetrating peptides and controlled drug release
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CHALLENGE

Standard SPPS for peptide dendrimers bears high risk of structural defects

SYNTHETIC WORK

Mixture of defect

‘compounds

NEW APPROACH

Tag-assisted LPPS was applied for the
synthesis of peptide dendrimers
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Double-Stage Convergent Growth

> Batch Synthesis of branched Monomers in large scale
> Reduced coupling steps

> Easy purification of intermediate products
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AMC: 7-Amino-d-methylcoumarin  G3: (((KSAP),KSAP),KSAP),KSAP
G2: ((KSAP),KSAP),KSAP Ga: ((((KSAP),KSAP),KSAP),KSAP),KSAP

possible structure of G2 Dendrimer
G2 + AMC ——G3 + AMC =G4 + AMC ——AMC
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