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Motivation: Double-stranded RNA (dsRNA) is a key a broadly applicable mechanism combining protection  structural and mechanical properties, including twist and
scaffold in antiviral defence, gene regulation, and  with controlled intracellular release. flexibility, features increasingly recognized as relevant for
emerging RNA therapeutics.!!l Moreover, dsRNA-based  Our Solution: Natural RNA-binding proteins such as  stability and delivery. Their redox-sensitive architecture
approaches can access biological targets that are  TAV2bBl provide a structural blueprint for synthetic  further enables environment-triggered release under
otherwise difficult to modulate. ligands capable of recognizing dsRNA in a sequence- intracellular reducing conditions, opening new avenues
Problem: Its clinical translation is limited by rapid independent manner. Redox-responsive peptide dimers  for stabilizing and deploying therapeutic dsRNA across
degradation, low uptake, and immunogenicity. 2 Current  build on this principle, offering modular RNA binders that  diverse biomedical applications.

stabilization strategies offer only partial solutions and lack  not only engage dsRNA but can also modulate its
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